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Summary Androgens play an important role in controlling
the growth of the normal prostate gland and in the
pathogenesis of benign prostate hyperplasia, and prostate
cancer. Although testosterone is the main androgen secreted
from the testes, dihydrotestosterone (DHT), a more potent
androgen converted from testosterone by So-reductase
isozymes, type I and II, is the major androgen in the
prostate cells. The aim of this study is to investigate the
cellular and molecular effects of dutasteride, a potent
inhibitor of 5a-reductase type I and type II, in androgen-
responsive (LNCaP) and androgen-unresponsive (DU145)
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human prostate cancer(PCa) cell lines. The expression
pattern of 190 genes, selected on the basis of their proved
or potential role in prostate cancerogenesis related to
androgen signalling, were analysed using a low density
home-made oligoarray (AndroChip 2). Our results show
that dutasteride reduces cell viability and cell proliferation
in both cell lines tested. AndroChip 2 gene signature
identified in LNCaP a total of 11 genes differentially
expressed (FC>+1.5). Eight of these genes, were overex-
pressed and three were underexpressed. Overexpressed
genes included genes encoding for proteins involved in
biosynthesis and metabolism of androgen (HSDI7BI;
HSD17B3;CYP11B2), androgen receptor and androgen
receptor co-regulators (AR;CCNDI), and signal transduc-
tion(ERBB2; V-CAM; SOSI) whereas, underexpressed
genes (KLK3; KLK2; DHCR24) were androgen-regulated
genes (ARGs). No differentially expressed genes were
scored in DU145. Microarray data were confirmed by
quantitative real-time PCR assay (QRT-PCR). These data
offer a selective genomic signature for dutasteride treatment
in prostate epithelial cells and provide important insights in
prostate cancer pathophysiology.

Keywords 5x-reductase inhibition - Dutasteride -
Microarray - LNCaP- DU145

Introduction

Prostate cancer (PCa) is the most commonly diagnosed
cancer and the second leading cause of cancer-related death
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in Western European and American males. Approximately
219,000 new cases of prostate cancer and 27,000 deaths are
estimated to arise in the USA in 2007 [1].

The mortality in prostate cancer results from metasta-
sis to the bone and lymph nodes and progression from
androgen-dependent to androgen-independent disease [2].
Because prostate epithelial cells depend to androgen for
growth, function, and survival, androgen-ablation therapy
remains the standard treatment for patients with advanced
prostate cancer. The major natural potent androgens, in
humans and mammals, are testosterone and dihydrotes-
tosterone (DHT) [3]. The testosterone is produced by the
testes (95%) and by adrenal glands (5%) [4]. When free
testosterone enters in prostate epithelial cells is converted
to the more active androgen, DHT, by the 5Sx-reductase
enzymes (5x-R). DHT binds the androgen receptor (AR)
with up to ten times greater affinity than testosterone and
activates gene transcription of androgen regulated genes
and cellular proliferation [5]. Two different S5x-R, type 1
and type 2, have been characterized. Each is encoded by a
separate gene (SRD5A1 and SRD5A2) [6]. The 5x-R type
I is the major isoform expressed in tissues, such as liver
and skin [6] while 5x-R type II is expressed mostly in
androgen target tissue, including genital skin and prostate.
Whereas the major isoform expressed in the prostate
stroma is 5x-R type II, normal and malignant prostate
epithelial cells also express 5a-R type I [6]. Thus, DHT
concentration in normal and neoplastic prostatic tissue is
affected by varying inputs from both 5x-R isoforms.

Selective inhibitors of 5x-R enzyme are finasteride [7,
8] and dutasteride [9]. Finasteride is a specific competitive
inhibitor of the Sx-R type 11, both in vivo and in vitro [7,
8], whereas dutasteride acts on both 5x-R isoenzymes [9].
An international multicenter, double-blind, placebo con-
trolled chemoprevention study (REDUCE) on 8,000 men
taking dutasteride, has been launched on 2004 and results
remain to be determined [10]. Therefore, mechanistic
investigations in vitro on the effects of dutasteride in PCa
cells can provide useful findings in order to acquire
specific molecular effects of this drug on tumor cell
biology. In the present study, we evaluated the expression
profile of genes coding for products involved in the
biosynthesis and metabolism of androgen, in two different
prostate cancer cell lines (LNCaP and DU145) after
dutasteride treatment using a low density home-made
oligoarray (AndroChip 2). This low-density microarray
seems to represent a useful tool to evaluate a selective
gene expression pattern generated by a specific compound
[11]. Despite the low number of genes studied, AndroChip
2 represents a powerful tool to investigate cellular and
molecular effects induced by dutasteride in view of the
possible use of this drug for prostate cancer prevention
and therapy.
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Materials and methods
Cytotoxic assay and cell growth

Human prostate cancer cell lines (LNCaP and DU145)
were grown in RPMI-1640 (Gibco Invitrogen ,Grand
Island, NY) supplemented with 10% of fetal bovine
serum (Gibco), 5% of L-glutamine (Gibco) and anti-
biotics, under standard conditions (37°C temperature, 5%
CO; in a humidified atmosphere) and treated with varying
concentration of dutasteride (1-100 uM), obtained from
GlaxoSmithKline (Research Triangle Park, NC). For
cytotoxicity assays cells were plated in 96-well plates
(Falcon, CA) in 100 ul of culture medium. Dutasteride
was dissolved in DMSO and serially diluted in cell culture
medium to the desired concentrations and an equal volume
of the diluted solution (100 ul/well) was added to the
cells. Each treatment was performed in triplicate in three
independent experiments. Cells were incubated with drugs
for 72 h. To determine the cytotoxic effect at the end of
drug incubation, MTS solution (Promega, 20 pl/well) was
added to the cells. The plates were incubated 2 h at 37°C
and then the absorbance at 490 nm was measured using
Sirio-S (SEAC, Radim Group). Cell growth inhibition and
viability of prostate cancer cells were evaluated following
the growth curves by trypan blue exclusion test. Results
are expressed as mean * standard deviation (SD) of the
percentage of viable cells at each drug concentration
compared to the untreated cells.

Microarray design and printing

To set up a biomarker system for prostate cancer and
drug monitoring, we developed a low-density home
made oligoarray composed of 190 genes selected on the
basis of their proved or potential role in prostate
cancerogenesis related to androgen signalling (Andro-
Chip2). The genes were subdivided in different classes
according to the following criteria: genes regulating the
androgen metabolism within the prostate, androgen
receptor (4R) and genes that bind to the AR-complex
(such as ARA70), genes whose expression is androgen-
regulated (ARGs) and involved in pathways associated
with androgen-refractory cell growth (Ras-MAPK and
PI3K/AKT pathways).

The oligonucleotide set (50 mer, Ocimum Biosolutions,
Indianapolis, USA) was mechanically “spotted” in triplicate
onto UltraGAPS glass slides (Corning, Schiphol-rijk, The
Netherlands) using TheRoboArrayer™ (Microgrid Com-
pact Plus, BioRobotics). Printed slides were dried over-
night and cross-linked with UV light at 600 mJ using a
Strata-linker 2400 (Stratagene, Glenville, VA) and stored
in a desiccator at room temperature. Before hybridization,
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each slide was incubated in a prehybridization buffer
(5% SSC, 0.1% SDS, and 0.1 mg/ml BSA) at 42°C for
45-60 min.

RNA extraction, labelling, hybridization

Total RNA was isolated from LnCaP and DU145 cells
after treatment with either vehicle alone (DMSO) or
dutasteride (10 uM for LnCaP and 40 uM for DU145) at
48 hrs by TRIZOL standard protocol (Invitrogen Corpo-
ration, Carlsbad, USA). Small aliquot of RNA was then
used for quantification and quality control using respec-
tively a spectrophotometer (Nanodrop, Wilmington,
USA) and an agarose gel electrophoresis. Synthesis of
the labelled first strand cDNA was conducted using the
Superscript Indirect cDNA labelling system (Invitrogen
Corporation) with starting material of 10 pg of total
RNA. The amino-allyl labelled dNTP mix was added to
the reaction to generate amino-allyl labelled second
strand cDNA. Following the hydrolysis reaction, single-
stranded cDNA probes were purified using a Purification
Module (Invitrogen Corporation). Probe mixtures where
then evaporated in a vacuum centrifuge, and the cDNA
pellet resuspended in 3 pul of water. The dye coupling
reactions were performed by mixing the cDNA samples
with AlexaFluor Dyes 555 or 647 and were incubated for
overnight in the dark. The reactions were purified with a
Purification Module (Invitrogen Corporation) to remove
the unincorporated/quenched dyes. After the purification,
samples were combined for hybridization. The labelled
cDNAs were co-hybridized to microarrays in duplicate,
with one dye swap. The slides were scanned on the
GenePix 4000 B Microarray Scanner (Axon Instruments,
Sunnyvale, USA) at the optimal wavelength for the
Alexa555 (F532) and Alexa647 (F635) (Invitrogen
Corporation) using lasers.

Image analysis and processing

The acquired images were analyzed with Genepix Pro 5.0
software (Axon instruments, Union City). Oligonucleotide
spots were automatically segmented, total intensities (F635
and F532) and local backgrounds (B635 and B532) were
calculated for each spot. The spots were flagged when they
exhibited poor hybridization signals or when they were
saturated (F635 or F532 median = 65,535). We removed
systematic bias in the data by applying the dye-swap
normalization [12] that makes use of the reverse labelling in
the two microarray replicates. This normalization procedure
is well suited to treat low density microarray data, where
the majority of the spotted genes are expected to change
their expression level. We did not subtracted the local spot
background signal from the foreground signal, since the

correlation between M vs Mb was very low (below 0.3), as
recently suggested by Scharpf et al. [13]. Genes with signal
to background ratio below two were filtered, together with
genes strongly disagreeing by fold change: if two out of
three replicates were over expressed, while the third had a
fold change below the cut off-2, the gene was filtered; and
similarly for under expressed genes. To establish the
significance of observed regulation for each gene, we used
t-test with Welsh’s correction, and then controlled for the
multiplicity of testing. Finally, only genes with a satisfac-
tory effect (absolute value of the fold change at least 1.5)
were considered.

Validation of relative gene expression by real-time RT-PCR

The absolute fold change values of the differentially
expressed genes, reported in Table 1, are always lower
than 2. In order to address the question if the microarray
experiment has underestimated these values, we have
validated the microarray data on selected genes by means
of quantitative real-time PCR (QRT-PCR) experiments [14].
The total RNA was reverse-transcribed to cDNA according to
the protocol of the High-Capacity cDNA Archive Kit
(Applied Biosystems, Foster City, USA). The incubation
conditions were the following: 10 min to 25°C and 2 h to
37°C. We performed QRT-PCR using the Tagman system
(Applied Biosystems,). The expression levels of 11 genes
and an internal reference ([(-actin) were measured by
multiplex PCR using Assay-on-Demand™ gene expression
products (Applied Biosystems, Foster City, CA USA)
labelled with six carboxyfluorescein (FAM) or VIC
(Applied Biosystems). We analysed the following genes:
Hs00166219 gl (HSD17BI), Hs00970002_ml (HSD17B3),
Hs01597732 ml, (CYP11B2), Hs00765553 ml1 (CCNDI),

Table 1 Genes differentially expressed in LNCaP treated with
Dutasteride

Gene Fold change

Up-regulated genes

HSDI7BI NM 000413 1.5
HSDI7B3 NM 000197 1.5
CYP11B2 NM_000498 1.5
AR NM_000044 2.0
CCND1 NM_053056 1.5
ERBB2 NM 004448 2.0
VCAMI1 NM 001078 1.6
SOS1 NM 005633 1.5
Down-regulated genes
PSA NM 001648 -2.0
KLK2 NM_005551 -1.8
DHCR24 NM 014762 -1.5
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Fig. 1 MTS assay LNCaP + dutasteride DU145 + dutasteride
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Hs01003372 m1 (V-CAM1), Hs00893133 ml (SOSI),
Hs00171172— m1 (A4R); Hs00426859 gl (KLK3),
Hs00170433 ml1 (ERBB2); Hs01091576 ml (KLK2),
Hs01092439 g1 (DHCR24). The simultaneous measurement
of each gene-FAM and actin-VIC made it possible to
standardize the amount of ¢cDNA added per sample. We
performed PCRs using the Tagman Universal PCR Master
Mix and the ABI PRISM 7000 Sequence Detection System.
Each QRT-PCR experiment was performed in triplicate and
repeated at least twice. A comparative threshold cycle (Cr)
was used to determine gene expression relative to a
calibrator (RNA from untreated cells). Hence, steady state
mRNA levels are expressed as n-fold difference relative to
the calibrator. For each sample, our Ct genes value is
normalized using the formula ACt=Cigene—Cipaciin 1O
determine relative expression levels, the following formula
was used: AACT=ACrgample = ACrcatibrator and the value
used to plot relative gene expression was calculated using
the expression 2~ 24¢T,

Results

Dutasteride effects on viability and proliferation of LNCaP
and DU145 Cells

To evaluate the effects of dutasteride on LNCaP and DU145
cells, a time and dose—response experiment was performed.
The effect of dutasteride was dose dependent in both cell line
analyzed, LNCaP and DU 145 respectively. However, LNCaP
cells showed higher sensitivity to dutasteride, reaching an ICs,
(inhibitory concentration at 50%) at 10 uM dose, while
DU145 cell line showed the same ICsgvalue at 40 uM
(Fig. 1). A dose-dependent inhibition of cell growth was
observed in both cell lines analyzed after treatment with
dutasteride at the concentration of 10 and 20 uM dose for
LNCaP cells and 20 and 40 uM dose for DUI145 cells
(Fig. 2). No cell cycle perturbation was detected after
dutasteride treatment at the concentration used for cell
growth inhibition (data not shown). On the basis of cellular

Fig. 2 Growth curve LNCaP DU145
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Fig. 3 Pearson correlation analysis between the expression value
obtained with QRT-PCR and microarray assays

growth and the MTS assay, we decided to use for microarray
experiments, a concentration of 10 uM of dutasteride for
LNCaP cells and 40 uM for DU145 after 48 h of treatment.

Gene expression pattern of AndroChip2 in LNCaP and
DU145 cell lines after dutasteride treatment

The differential gene expression pattern of LNCaP and
DU145 cells treated and untreated with dutasteride were
examined by AndroChip2 array (http://www.genetica
umana.net/ricerca_news_scheda.php?id=53). After data
normalization, considering only genes showing a fold
change (FC) at least equal to +1.5 we identified a total of
11 genes differentially expressed in LnCaP cells (Table 1).
Of these 11 genes, 8 were over expressed and 3 were under
expressed. The overexpressed genes included genes
encoding for proteins involved in biosynthesis and
metabolism of androgen (HSD17B1; HSDI17B3;CYP11B2),
androgen receptor and AR co-regulators (4R; CCNDI), and
signal transduction;(ERBB2; VCAM; SOSI) whereas all
three underexpressed genes (KLK3; KLK2; DHCR24)
belonged to the androgen-regulated genes (ARGs) category
[15].

To confirm AndroChip2 results, differentially expressed
genes were analysed by QRT-PCR. As shown in Fig. 3,
Pearson correlation analysis demonstrates a statistically
significant correlation between the expression value
obtained with QRT-PCR and microarray assays. Differen-
tially expressed genes were also tested by QRT-PCR in
DU145 cell line to confirm negative microarrays results. No
gene expression alteration was noted in this cell type
between dutasteride treated and untreated cells (data not
shown).

Discussion

The role of DHT in the initiation and maintenance of the
abnormal growth of prostate epithelium and the evidence
that most prostate cancer cell lines express only the S-R
type I (SRD5A1) [16, 17] provided a strong biological
rationale for the examination of a dual 5x-R inhibitor as
dutasteride. Dutasteride in prostate cells effectively blocks
both 5x-R isoenzymes, strongly reducing the amount of
DHT available to bind the AR and direct proliferation [18].
However, clinical benefits of inhibiting both isoenzymes
remain to be defined. Therefore, biological effects of
dutasteride in cancer cells could provide useful information
in the development of clinical treatments based on this
drug.

We investigated the cellular and molecular effects of
dutasteride, in androgen-responsive (LNCaP) and androgen-
unresponsive (DU145) human PCa cell lines using a low
density DNA chip (AndroChip2) specifically designed to
detect alteration in expression levels of a selected group of
genes whose products are involved in the androgen-signalling
pathway. Cellular and gene expression analyses have been just
used to evaluate the effect of dutasteride in prostate cancer cell
lines [19-21]. Accordingly, we confirmed that elevated doses
of dutasteride kills both AR-positive androgen-responsive
LNCaP and AR-negative androgen-unresponsive DU145
cells, as demonstrated by the reduction of viability and
proliferation in both cells lines after drug treatment. Similarly,
a differential regulation of gene expression by dutasteride in
LNCaP cells was detected. However, the different platforms
utilized and the corresponding list of genes analysed restricts
the possibility of a comparative analysis. Nevertheless, some
confirmatory results appear evident from our study compared
to Schmidt et al. [20]. The expression of KLK3 was
downregulated as previously reported [20]. In addition, we
found downregulated KLK2 and DHCR24, demonstrating the
real effect of dutasteride in reducing the availability of
intracellular DHT. In fact, these two genes are expected to
be induced in response to androgen [15]. Conversely, we
failed in detecting alteration in expression of FASN, coding for
the fatty acid synthase which is increased during malignant
progression of PCa [22]. Discrepancies in microarray analysis
are common [23]. Problems encountered include inconsistent
sequence fidelity of the spotted microarrays, variability of
differential expression, low specificity of oligo array probes,
discrepancy in fold-change calculation and lack of probe
specificity for different isoforms of a gene could explains
discrepancies found [23]. Additionally, we demonstrated that
the expression of HSDI7B1; HSDI17B3; CYPIlIB2; AR;
CCNDI, ERBB2, V-CAM and SOSI were upregulated in
dutasteride-treated LNCaP cells compared with non-treated
LNCaP cells. However, the treatment with dutasteride
induces the overexpression of AR and ERBB2. This suggests

@ Springer


http://www.geneticaumana.net/ricerca_news_scheda.php?id=53
http://www.geneticaumana.net/ricerca_news_scheda.php?id=53

496

Invest New Drugs (2007) 25:491-497

that dutasteride stimulates LNCaP cells to rapidly respond to
the decreased DHT levels by the up-regulating AR transcrip-
tion. Under androgen-deprived conditions the AR can bind
other ligand or function in a ligand-independent manner
(“outlaw”receptor) to promote growth and proliferation.
Therefore, its expression levels can be critical to cell survival
under such conditions [21]. This is confirmed by the
overexpression of ERBB2 that has been demonstrated to be
implicated in the activation of the AR pathway by a hormone-
independent mechanism [24]. ERBB2 (also known as HER-2/
neu) is a member of the EGF-receptor family of receptor
tyrosine kinases which is overexpressed in about 20-30% of
breast and ovarian cancers [25]. ERBB2 has intrinsic tyrosine-
kinase activity and can activate the ER in the absence of
oestrogenic ligand. Therefore, overexpression of FRBB2could
lead to oestrogen independent stimulation of ER-mediated
signal transduction pathway. Interestingly, in breast cancer,
overexpression of HER-2/neu correlates with oestrogen
independence, probably because HER-2/neu activation indi-
rectly leads to phosphorylation and activation of the ER in the
absence of oestrogen [26]. Phosphorylation therefore creates
an outlaw ER, resulting in the oestrogen-independent growth
of breast cancer cells [26]. The AR can be turned into an
outlaw receptor by the same mechanism. Craft et al. [27]
showed that the overexpression of ERBB2 in androgen
dependent prostate cancer cells is sufficient to confer
androgen-independent growth in vitro and accelerate progres-
sion to androgen-independence in castrate animals. ERBB? is
therefore able to activate the AR signalling pathway in
absence of ligand and in the presence of low levels of
androgens, amplifying the AR response. These findings
demonstrate that there is cross-talk between the ERBB2 and
AR pathways, and provide a mechanistic insight into the
clinical problem of androgen-independent prostate cancer
progression.

In view of the fact that DU145 are AR negative, it is
interesting to observe that no differential regulation of
genes is observed in dutasteride treated cells. In fact, to be
responsive to dutasteride, PCa cells require the expression
of AR [28]. Our data confirm and extend data from Xu et
al. [29] providing a gene expression support to the in vivo
data. These authors studied the effect of dutasteride on a
PC-3 cell line which is AR-negative as DU145 [29]. In an
elegant in vivo experiment, Xu et al. [28] demonstrated that
no response was induced by dutasteride in nude mice
bearing androgen-independent PC-3 human prostatic cancer
xenografts. These results showed that dutasteride-induced
effects are strictly AR-dependent and that the use of this
drug could be advantageous only if the prostate cancer is
AR positive and sensitive to its signalling. We confirm and
extend this observation providing further molecular data
that dutasteride effect is AR-dependent. However, AR-
dependent cells (i.e. LNCaP) treated with dutasteride,

@ Springer

reduce intracellular DHT concentration but active pathways
that confer androgen- independent growth. Thus, further
investigation in light of the relationship between intracel-
lular DHT and androgen-independent growth should lead to
clinical use of dutasteride as anti-PC agent.

Acknowledgements We thank GlaxoSmithKline for providing us the
dutasteride drug and Dr. Roger Rittmaster for the useful comments. This
work was in part supported by funds from AIRC (Associazione Italiana
per la Ricerca sul Cancro) Regional Grant to G.N.

References

1. Jemal A, Siegel R, Ward E, Murray T, Xu J, Thun MJ (2007)
Cancer statistics, 2007. CA Cancer J Clin 57:43-66

2. Isaacs JT (1999) The biology of hormone refractory prostate
cancer: Why does it develop? Urol Clin North Am 26:263-273

3. Zhu YS, Katz MD, Imperato-McGinley J (1998) Natural potent
androgens: lessons from human genetic models. Baillieres Clin
Endocrinol Metab 12:83-113

4. Partin A, Rodriguez R (2002) The molecular biology, endocrinol-
ogy, and physiology of the prostate and seminal vesicles. In:
Walsh PC (ed) Campbell’s urology, 8th edn. Saunders, Philadel-
phia, pp 1237-1296

5. Grossmann ME, Huang H, Tindall DJ (2001) Androgen receptor
signaling in androgen-refractory prostate cancer. J Natl Cancer
Inst 93:1687-1697

6. Russell DW, Wilson JD (1994) Steroid 5 alpha-reductase: two
genes/ two enzymes. Annu Rev Biochem 63:25-61

7. Stoner E (1996) Sa-Reductase inhibitors/finasteride. Prostate
6:82-87

8. Span PN, Voller MC, Smals AG, Sweep FG, Schalken JA,
Feneley MR, Kirby RS (1999) Selectivity of finasteride as an in
vivo inhibitor of 5 alpha-reductase isozyme enzymatic activity in
the human prostate. J Urol 161:332-337

9. Bramson HN, Hermann D, Batchelor KW, Lee FW, James MK,
Frye SV (1997) Unique preclinical characteristics of GG745, a
potent dual inhibitor of SAR. J Pharmacol Exp Ther 282:1496—
1502

10. Andriole G, Bostwick D, Brawley O, Gomella L, Marberger M,
Tindall D, Breed S, Somerville M, Rittmaster R (2004) Chemo-
prevention of prostate cancer in men at high-risk: rationale and
design of the Reduction by Dutasteride of Prostate Cancer Events
(REDUCE) trial. J Urol 172:1314-1317

11. de Longueville F, Atienzar FA, Marcq L, Dufrane S, Evrard S,
Wouters L, Leroux F, Bertholet V, Gerin B, Whomsley R, Arnould
T, Remacle J, Canning M (2003) Use of a low-density microarray
for studying gene expression patterns induced by hepatotoxicants
on primary cultures of rat hepatocytes. Toxicol Sci 75:378-92

12. Fang Y, Brass A, Hoyle DC, Hayes A, Bashein A, Oliver SG,
Waddingtong D, Rattray M (2003) A model-based analysis of
microarray experimental error and normalisation. Nucleic Acids
Res 31:¢96

13. Scharpf RB, Iabocuzio-Donahue CA, Sneddon JB, Parmigiani G
(2007) When one should substract background fluorescence in
two color microarrays? Biostatistics (in press)

14. Rajeevan MS, Ranamukhaarachchi DG, Vernon SD, Unger ER
(2001) Use of real-time quantitative PCR to validate the results of
c¢DNA array and differential display PCR technologies. Methods
25:443-51

15. Velasco AM, Gillis KA, Li Y, Brown EL, Sadler TM, Achilleos
M, Greenberger LM, Frost P, Bai W, Zhang Y (2004) Identifica-



Invest New Drugs (2007) 25:491-497

497

16.

17.

18.

19.

20.

21.

22.

tion and validation of novel androgen-regulated genes in prostate
cancer. Endocrinology 145:3913-3924

Negri-Cesi P, Poletti A, Colciago A, Magni P, Martini P, Motta M
(1998) Presence of 5-alpha-reductase isozymes and aromatase in
human prostate cancer cells and in benign prostate hyperplastic
tissue. Prostate 34:283-291

Smith CM, Ballard SA, Worman N, Buettner R, Masters JR
(1996) 5 Alpha-reductase expression by prostate cancer cell lines
and benign prostatic hyperplasia in vitro. J Clin Endocrinol Metab
81:1361

Bartsch G, Rittmaster RS, Klocker H (2002) Dihydrotestosterone
and the concept of 5 alpha-reductase inhibition in human benign
prostatic hyperplasia. World J Urol 19:413-425

Lazier CB, Thomas LN, Douglas RC, Vessey JP, Rittmaster RS
(2004) Dutasteride, the dual 5alpha-reductase inhibitor, inhibits
androgen action and promotes cell death in the LNCaP prostate
cancer cell line. Prostate 58:130-44

Schmidt LJ, Murillo H, Tindall DJ (2004) Gene expression in
prostate cancer cells treated with the dual 5 alpha-reductase
inhibitor dutasteride. J Androl 25:944-953

Culig Z, Klocker H, Bartsch G, Steiner H, Hobisch A (2003)
Androgen receptors in prostate cancer. J Urol 170:1363-9
Schmidt LJ, Ballman KV, Tindall DJ (2007) Inhibition of fatty
acid synthase activity in prostate cancer cells by dutasteride.
Prostate 67:1111-1120

23.

24.

25.

26.

27.

28.

29.

Kothapalli R, Yoder SJ, Mane S, Loughran TP (2002) Microarray
results: how accurate are they? BMC Bioinformatics 3:22-32
Wen Y, Hu MC, Makino K, Spohn B, Bartholomeusz G, Yan DH,
Hung MC (2000) HER-2/neu promotes androgen-independent
survival and growth of prostate cancer cells through the Akt
pathway. Cancer Res 60:6841-6845

Slamon DJ, Godolphin W, Jones LA, Holt JA, Wong SG, Keith
DE, Levin W], Stuart SG, Udove J, Ullrich A et al (1998) Studies
of the HER-2/neu proto-oncogene in human breast and ovarian
cancer. Science 244:707-712

Pietras RJ, Arboleda J, Reese DM, Wongvipat N, Pegram MD,
Ramos L, Gorman CM, Parker MG, Sliwkowski MX, Slamon DJ
(1995) HER-2 tyrosine kinase pathway targets estrogen receptor
and promotes hormone-independent growth in human breast
cancer cells. Oncogene 10:2435-2446

Craft N, Shostak Y, Carey M, Sawyers CL (1999) A mechanism
for hormone-independent prostate cancer through modulation of
androgen receptor signaling by the HER-2/neu tyrosine kinase.
Nat Med 5:280-285

Xu Y, Dalrymple SL, Becker RE, Denmeade SR, Isaacs JT (2006)
Pharmacologic basis for the enhanced efficacy of dutasteride
against prostatic cancers. Clin Cancer Res 12:4072—4079
Mitchell S, Abel P, Ware M, Stamp G, Lalani E (2000) Phenotypic
and genotypic characterization of commonly used human prostatic
cell lines. BJU Int 85:932-944

@ Springer



	Effects...
	Abstract
	Introduction
	Materials and methods
	Cytotoxic assay and cell growth
	Microarray design and printing
	RNA extraction, labelling, hybridization
	Image analysis and processing
	Validation of relative gene expression by real-time RT-PCR

	Results
	Dutasteride effects on viability and proliferation of LNCaP and DU145 Cells
	Gene expression pattern of AndroChip2 in LNCaP and DU145 cell lines after dutasteride treatment

	Discussion
	References




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /AardvarkPSMT
    /AceBinghamSH
    /AddisonLibbySH
    /AGaramond-Italic
    /AGaramond-Regular
    /AkbarPlain
    /Albertus-Bold
    /AlbertusExtraBold-Regular
    /AlbertusMedium-Italic
    /AlbertusMedium-Regular
    /AlfonsoWhiteheadSH
    /Algerian
    /AllegroBT-Regular
    /AmarilloUSAF
    /AmazoneBT-Regular
    /AmeliaBT-Regular
    /AmerigoBT-BoldA
    /AmerTypewriterITCbyBT-Medium
    /AndaleMono
    /AndyMacarthurSH
    /Animals
    /AnneBoleynSH
    /Annifont
    /AntiqueOlive-Bold
    /AntiqueOliveCompact-Regular
    /AntiqueOlive-Italic
    /AntiqueOlive-Regular
    /AntonioMountbattenSH
    /ArabiaPSMT
    /AradLevelVI
    /ArchitecturePlain
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialMTBlack-Regular
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ArialRoundedMTBold
    /ArialUnicodeLight
    /ArialUnicodeLight-Bold
    /ArialUnicodeLight-BoldItalic
    /ArialUnicodeLight-Italic
    /ArrowsAPlentySH
    /ArrusBT-Bold
    /ArrusBT-BoldItalic
    /ArrusBT-Italic
    /ArrusBT-Roman
    /Asiana
    /AssadSadatSH
    /AvalonPSMT
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /AvantGardeITCbyBT-Demi
    /AvantGardeITCbyBT-DemiOblique
    /AvantGardeITCbyBT-Medium
    /AvantGardeITCbyBT-MediumOblique
    /BankGothicBT-Light
    /BankGothicBT-Medium
    /Baskerville-Bold
    /Baskerville-Normal
    /Baskerville-Normal-Italic
    /BaskOldFace
    /Bauhaus93
    /Bavand
    /BazookaRegular
    /BeauTerrySH
    /BECROSS
    /BedrockPlain
    /BeeskneesITC
    /BellMT
    /BellMTBold
    /BellMTItalic
    /BenguiatITCbyBT-Bold
    /BenguiatITCbyBT-BoldItalic
    /BenguiatITCbyBT-Book
    /BenguiatITCbyBT-BookItalic
    /BennieGoetheSH
    /BerlinSansFB-Bold
    /BerlinSansFBDemi-Bold
    /BerlinSansFB-Reg
    /BernardMT-Condensed
    /BernhardBoldCondensedBT-Regular
    /BernhardFashionBT-Regular
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BernhardModernBT-Italic
    /BernhardModernBT-Roman
    /Bethel
    /BibiGodivaSH
    /BibiNehruSH
    /BKenwood-Regular
    /BlackadderITC-Regular
    /BlondieBurtonSH
    /BodoniBlack-Regular
    /Bodoni-Bold
    /Bodoni-BoldItalic
    /BodoniBT-Bold
    /BodoniBT-BoldItalic
    /BodoniBT-Italic
    /BodoniBT-Roman
    /Bodoni-Italic
    /BodoniMTPosterCompressed
    /Bodoni-Regular
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolFive
    /BookshelfSymbolFour
    /BookshelfSymbolOne-Regular
    /BookshelfSymbolThree-Regular
    /BookshelfSymbolTwo-Regular
    /BookwomanDemiItalicSH
    /BookwomanDemiSH
    /BookwomanExptLightSH
    /BookwomanLightItalicSH
    /BookwomanLightSH
    /BookwomanMonoLightSH
    /BookwomanSwashDemiSH
    /BookwomanSwashLightSH
    /BoulderRegular
    /BradleyHandITC
    /Braggadocio
    /BrailleSH
    /BRectangular
    /BremenBT-Bold
    /BritannicBold
    /Broadview
    /Broadway
    /BroadwayBT-Regular
    /BRubber
    /Brush445BT-Regular
    /BrushScriptMT
    /BSorbonna
    /BStranger
    /BTriumph
    /BuckyMerlinSH
    /BusoramaITCbyBT-Medium
    /Caesar
    /CalifornianFB-Bold
    /CalifornianFB-Italic
    /CalifornianFB-Reg
    /CalisMTBol
    /CalistoMT
    /CalistoMT-Italic
    /CalligrapherRegular
    /CameronStendahlSH
    /Candy
    /CandyCaneUnregistered
    /CankerSore
    /CarlTellerSH
    /CarrieCattSH
    /CaslonOpenfaceBT-Regular
    /CassTaylorSH
    /CDOT
    /Centaur
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturyOldStyle-BoldItalic
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbook-Italic
    /Cezanne
    /CGOmega-Bold
    /CGOmega-BoldItalic
    /CGOmega-Italic
    /CGOmega-Regular
    /CGTimes-Bold
    /CGTimes-BoldItalic
    /CGTimes-Italic
    /CGTimes-Regular
    /Charting
    /ChartreuseParsonsSH
    /ChaseCallasSH
    /ChasThirdSH
    /ChaucerRegular
    /CheltenhamITCbyBT-Bold
    /CheltenhamITCbyBT-BoldItalic
    /CheltenhamITCbyBT-Book
    /CheltenhamITCbyBT-BookItalic
    /ChildBonaparteSH
    /Chiller-Regular
    /ChuckWarrenChiselSH
    /ChuckWarrenDesignSH
    /CityBlueprint
    /Clarendon-Bold
    /Clarendon-Book
    /ClarendonCondensedBold
    /ClarendonCondensed-Bold
    /ClarendonExtended-Bold
    /ClassicalGaramondBT-Bold
    /ClassicalGaramondBT-BoldItalic
    /ClassicalGaramondBT-Italic
    /ClassicalGaramondBT-Roman
    /ClaudeCaesarSH
    /CLI
    /Clocks
    /ClosetoMe
    /CluKennedySH
    /CMBX10
    /CMBX5
    /CMBX7
    /CMEX10
    /CMMI10
    /CMMI5
    /CMMI7
    /CMMIB10
    /CMR10
    /CMR5
    /CMR7
    /CMSL10
    /CMSY10
    /CMSY5
    /CMSY7
    /CMTI10
    /CMTT10
    /CoffeeCamusInitialsSH
    /ColetteColeridgeSH
    /ColonnaMT
    /ComicSansMS
    /ComicSansMS-Bold
    /CommercialPiBT-Regular
    /CommercialScriptBT-Regular
    /Complex
    /CooperBlack
    /CooperBT-BlackHeadline
    /CooperBT-BlackItalic
    /CooperBT-Bold
    /CooperBT-BoldItalic
    /CooperBT-Medium
    /CooperBT-MediumItalic
    /CooperPlanck2LightSH
    /CooperPlanck4SH
    /CooperPlanck6BoldSH
    /CopperplateGothicBT-Bold
    /CopperplateGothicBT-Roman
    /CopperplateGothicBT-RomanCond
    /CopticLS
    /Cornerstone
    /Coronet
    /CoronetItalic
    /Cotillion
    /CountryBlueprint
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /CSSubscript
    /CSSubscriptBold
    /CSSubscriptItalic
    /CSSuperscript
    /CSSuperscriptBold
    /Cuckoo
    /CurlzMT
    /CybilListzSH
    /CzarBold
    /CzarBoldItalic
    /CzarItalic
    /CzarNormal
    /DauphinPlain
    /DawnCastleBold
    /DawnCastlePlain
    /Dekker
    /DellaRobbiaBT-Bold
    /DellaRobbiaBT-Roman
    /Denmark
    /Desdemona
    /Diploma
    /DizzyDomingoSH
    /DizzyFeiningerSH
    /DocTermanBoldSH
    /DodgenburnA
    /DodoCasalsSH
    /DodoDiogenesSH
    /DomCasualBT-Regular
    /Durian-Republik
    /Dutch801BT-Bold
    /Dutch801BT-BoldItalic
    /Dutch801BT-ExtraBold
    /Dutch801BT-Italic
    /Dutch801BT-Roman
    /EBT's-cmbx10
    /EBT's-cmex10
    /EBT's-cmmi10
    /EBT's-cmmi5
    /EBT's-cmmi7
    /EBT's-cmr10
    /EBT's-cmr5
    /EBT's-cmr7
    /EBT's-cmsy10
    /EBT's-cmsy5
    /EBT's-cmsy7
    /EdithDaySH
    /Elephant-Italic
    /Elephant-Regular
    /EmGravesSH
    /EngelEinsteinSH
    /English111VivaceBT-Regular
    /English157BT-Regular
    /EngraversGothicBT-Regular
    /EngraversOldEnglishBT-Bold
    /EngraversOldEnglishBT-Regular
    /EngraversRomanBT-Bold
    /EngraversRomanBT-Regular
    /EnviroD
    /ErasITC-Bold
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /ErasITC-Ultra
    /ErnestBlochSH
    /EstrangeloEdessa
    /Euclid
    /Euclid-Bold
    /Euclid-BoldItalic
    /EuclidExtra
    /EuclidExtra-Bold
    /EuclidFraktur
    /EuclidFraktur-Bold
    /Euclid-Italic
    /EuclidMathOne
    /EuclidMathOne-Bold
    /EuclidMathTwo
    /EuclidMathTwo-Bold
    /EuclidSymbol
    /EuclidSymbol-Bold
    /EuclidSymbol-BoldItalic
    /EuclidSymbol-Italic
    /EuroRoman
    /EuroRomanOblique
    /ExxPresleySH
    /FencesPlain
    /Fences-Regular
    /FifthAvenue
    /FigurineCrrCB
    /FigurineCrrCBBold
    /FigurineCrrCBBoldItalic
    /FigurineCrrCBItalic
    /FigurineTmsCB
    /FigurineTmsCBBold
    /FigurineTmsCBBoldItalic
    /FigurineTmsCBItalic
    /FillmoreRegular
    /Fitzgerald
    /Flareserif821BT-Roman
    /FleurFordSH
    /Fontdinerdotcom
    /FontdinerdotcomSparkly
    /FootlightMTLight
    /ForefrontBookObliqueSH
    /ForefrontBookSH
    /ForefrontDemiObliqueSH
    /ForefrontDemiSH
    /Fortress
    /FractionsAPlentySH
    /FrakturPlain
    /Franciscan
    /FranklinGothic-Medium
    /FranklinGothic-MediumItalic
    /FranklinUnic
    /FredFlahertySH
    /Freehand575BT-RegularB
    /Freehand591BT-RegularA
    /FreestyleScript-Regular
    /Frutiger-Roman
    /FTPMultinational
    /FTPMultinational-Bold
    /FujiyamaPSMT
    /FuturaBlackBT-Regular
    /FuturaBT-Bold
    /FuturaBT-BoldCondensed
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-ExtraBlack
    /FuturaBT-ExtraBlackCondensed
    /FuturaBT-ExtraBlackCondItalic
    /FuturaBT-ExtraBlackItalic
    /FuturaBT-Light
    /FuturaBT-LightItalic
    /FuturaBT-Medium
    /FuturaBT-MediumCondensed
    /FuturaBT-MediumItalic
    /GabbyGauguinSH
    /GalliardITCbyBT-Bold
    /GalliardITCbyBT-BoldItalic
    /GalliardITCbyBT-Italic
    /GalliardITCbyBT-Roman
    /Garamond
    /Garamond-Antiqua
    /Garamond-Bold
    /Garamond-Halbfett
    /Garamond-Italic
    /Garamond-Kursiv
    /Garamond-KursivHalbfett
    /Garcia
    /GarryMondrian3LightItalicSH
    /GarryMondrian3LightSH
    /GarryMondrian4BookItalicSH
    /GarryMondrian4BookSH
    /GarryMondrian5SBldItalicSH
    /GarryMondrian5SBldSH
    /GarryMondrian6BoldItalicSH
    /GarryMondrian6BoldSH
    /GarryMondrian7ExtraBoldSH
    /GarryMondrian8UltraSH
    /GarryMondrianCond3LightSH
    /GarryMondrianCond4BookSH
    /GarryMondrianCond5SBldSH
    /GarryMondrianCond6BoldSH
    /GarryMondrianCond7ExtraBoldSH
    /GarryMondrianCond8UltraSH
    /GarryMondrianExpt3LightSH
    /GarryMondrianExpt4BookSH
    /GarryMondrianExpt5SBldSH
    /GarryMondrianExpt6BoldSH
    /GarryMondrianSwashSH
    /Gaslight
    /GatineauPSMT
    /Gautami
    /GDT
    /Geometric231BT-BoldC
    /Geometric231BT-LightC
    /Geometric231BT-RomanC
    /GeometricSlab703BT-Bold
    /GeometricSlab703BT-BoldCond
    /GeometricSlab703BT-BoldItalic
    /GeometricSlab703BT-Light
    /GeometricSlab703BT-LightItalic
    /GeometricSlab703BT-Medium
    /GeometricSlab703BT-MediumCond
    /GeometricSlab703BT-MediumItalic
    /GeometricSlab703BT-XtraBold
    /GeorgeMelvilleSH
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /Gigi-Regular
    /GillSansBC
    /GillSans-Bold
    /GillSans-BoldItalic
    /GillSansCondensed-Bold
    /GillSansCondensed-Regular
    /GillSansExtraBold-Regular
    /GillSans-Italic
    /GillSansLight-Italic
    /GillSansLight-Regular
    /GillSans-Regular
    /GoldMinePlain
    /Gonzo
    /GothicE
    /GothicG
    /GothicI
    /GoudyHandtooledBT-Regular
    /GoudyOldStyle-Bold
    /GoudyOldStyle-BoldItalic
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleExtrabold-Regular
    /GoudyOldStyle-Italic
    /GoudyOldStyle-Regular
    /GoudySansITCbyBT-Bold
    /GoudySansITCbyBT-BoldItalic
    /GoudySansITCbyBT-Medium
    /GoudySansITCbyBT-MediumItalic
    /GraceAdonisSH
    /Graeca
    /Graeca-Bold
    /Graeca-BoldItalic
    /Graeca-Italic
    /Graphos-Bold
    /Graphos-BoldItalic
    /Graphos-Italic
    /Graphos-Regular
    /GreekC
    /GreekS
    /GreekSans
    /GreekSans-Bold
    /GreekSans-BoldOblique
    /GreekSans-Oblique
    /Griffin
    /GrungeUpdate
    /Haettenschweiler
    /HankKhrushchevSH
    /HarlowSolid
    /HarpoonPlain
    /Harrington
    /HeatherRegular
    /Hebraica
    /HeleneHissBlackSH
    /Helvetica
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Narrow
    /Helvetica-Narrow-Bold
    /Helvetica-Narrow-BoldOblique
    /Helvetica-Narrow-Oblique
    /Helvetica-Oblique
    /HenryPatrickSH
    /Herald
    /HighTowerText-Italic
    /HighTowerText-Reg
    /HogBold-HMK
    /HogBook-HMK
    /HomePlanning
    /HomePlanning2
    /HomewardBoundPSMT
    /Humanist521BT-Bold
    /Humanist521BT-BoldCondensed
    /Humanist521BT-BoldItalic
    /Humanist521BT-Italic
    /Humanist521BT-Light
    /Humanist521BT-LightItalic
    /Humanist521BT-Roman
    /Humanist521BT-RomanCondensed
    /IBMPCDOS
    /IceAgeD
    /Impact
    /Incised901BT-Bold
    /Incised901BT-Light
    /Incised901BT-Roman
    /Industrial736BT-Italic
    /Informal011BT-Roman
    /InformalRoman-Regular
    /Intrepid
    /IntrepidBold
    /IntrepidOblique
    /Invitation
    /IPAExtras
    /IPAExtras-Bold
    /IPAHighLow
    /IPAHighLow-Bold
    /IPAKiel
    /IPAKiel-Bold
    /IPAKielSeven
    /IPAKielSeven-Bold
    /IPAsans
    /ISOCP
    /ISOCP2
    /ISOCP3
    /ISOCT
    /ISOCT2
    /ISOCT3
    /Italic
    /ItalicC
    /ItalicT
    /JesterRegular
    /Jokerman-Regular
    /JotMedium-HMK
    /JuiceITC-Regular
    /JupiterPSMT
    /KabelITCbyBT-Book
    /KabelITCbyBT-Ultra
    /KarlaJohnson5CursiveSH
    /KarlaJohnson5RegularSH
    /KarlaJohnson6BoldCursiveSH
    /KarlaJohnson6BoldSH
    /KarlaJohnson7ExtraBoldCursiveSH
    /KarlaJohnson7ExtraBoldSH
    /KarlKhayyamSH
    /Karnack
    /Kartika
    /Kashmir
    /KaufmannBT-Bold
    /KaufmannBT-Regular
    /KeplerStd-Black
    /KeplerStd-BlackIt
    /KeplerStd-Bold
    /KeplerStd-BoldIt
    /KeplerStd-Italic
    /KeplerStd-Light
    /KeplerStd-LightIt
    /KeplerStd-Medium
    /KeplerStd-MediumIt
    /KeplerStd-Regular
    /KeplerStd-Semibold
    /KeplerStd-SemiboldIt
    /KeystrokeNormal
    /Kidnap
    /KidsPlain
    /Kindergarten
    /KinoMT
    /KissMeKissMeKissMe
    /KoalaPSMT
    /KorinnaITCbyBT-Bold
    /KorinnaITCbyBT-KursivBold
    /KorinnaITCbyBT-KursivRegular
    /KorinnaITCbyBT-Regular
    /KristenITC-Regular
    /Kristin
    /KunstlerScript
    /KyotoSong
    /LainieDaySH
    /LandscapePlanning
    /Lapidary333BT-Bold
    /Lapidary333BT-BoldItalic
    /Lapidary333BT-Italic
    /Lapidary333BT-Roman
    /Latha
    /LatinoPal3LightItalicSH
    /LatinoPal3LightSH
    /LatinoPal4ItalicSH
    /LatinoPal4RomanSH
    /LatinoPal5DemiItalicSH
    /LatinoPal5DemiSH
    /LatinoPal6BoldItalicSH
    /LatinoPal6BoldSH
    /LatinoPal7ExtraBoldSH
    /LatinoPal8BlackSH
    /LatinoPalCond4RomanSH
    /LatinoPalCond5DemiSH
    /LatinoPalCond6BoldSH
    /LatinoPalExptRomanSH
    /LatinoPalSwashSH
    /LatinWidD
    /LatinWide
    /LeeToscanini3LightSH
    /LeeToscanini5RegularSH
    /LeeToscanini7BoldSH
    /LeeToscanini9BlackSH
    /LeeToscaniniInlineSH
    /LetterGothic12PitchBT-Bold
    /LetterGothic12PitchBT-BoldItal
    /LetterGothic12PitchBT-Italic
    /LetterGothic12PitchBT-Roman
    /LetterGothic-Bold
    /LetterGothic-BoldItalic
    /LetterGothic-Italic
    /LetterGothicMT
    /LetterGothicMT-Bold
    /LetterGothicMT-BoldOblique
    /LetterGothicMT-Oblique
    /LetterGothic-Regular
    /LibrarianRegular
    /LinusPSMT
    /Lithograph-Bold
    /LithographLight
    /LongIsland
    /LubalinGraphMdITCTT
    /LucidaBright
    /LucidaBright-Demi
    /LucidaBright-DemiItalic
    /LucidaBright-Italic
    /LucidaCalligraphy-Italic
    /LucidaConsole
    /LucidaFax
    /LucidaFax-Demi
    /LucidaFax-DemiItalic
    /LucidaFax-Italic
    /LucidaHandwriting-Italic
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-Typewriter
    /LucidaSans-TypewriterBold
    /LucidaSansUnicode
    /LydianCursiveBT-Regular
    /Magneto-Bold
    /Mangal-Regular
    /Map-Symbols
    /MarcusHobbesSH
    /Mariah
    /Marigold
    /MaritaMedium-HMK
    /MaritaScript-HMK
    /Market
    /MartinMaxxieSH
    /MathTypeMed
    /MatisseITC-Regular
    /MaturaMTScriptCapitals
    /MaudeMeadSH
    /MemorandumPSMT
    /Metro
    /Metrostyle-Bold
    /MetrostyleExtended-Bold
    /MetrostyleExtended-Regular
    /Metrostyle-Regular
    /MicrogrammaD-BoldExte
    /MicrosoftSansSerif
    /MikePicassoSH
    /MiniPicsLilEdibles
    /MiniPicsLilFolks
    /MiniPicsLilStuff
    /MischstabPopanz
    /MisterEarlBT-Regular
    /Mistral
    /ModerneDemi
    /ModerneDemiOblique
    /ModerneOblique
    /ModerneRegular
    /Modern-Regular
    /MonaLisaRecutITC-Normal
    /Monospace821BT-Bold
    /Monospace821BT-BoldItalic
    /Monospace821BT-Italic
    /Monospace821BT-Roman
    /Monotxt
    /MonotypeCorsiva
    /MonotypeSorts
    /MorrisonMedium
    /MorseCode
    /MotorPSMT
    /MSAM10
    /MSLineDrawPSMT
    /MS-Mincho
    /MSOutlook
    /MSReference1
    /MSReference2
    /MTEX
    /MTEXB
    /MTEXH
    /MT-Extra
    /MTGU
    /MTGUB
    /MTLS
    /MTLSB
    /MTMI
    /MTMIB
    /MTMIH
    /MTMS
    /MTMSB
    /MTMUB
    /MTMUH
    /MTSY
    /MTSYB
    /MTSYH
    /MT-Symbol
    /MTSYN
    /Music
    /MVBoli
    /MysticalPSMT
    /NagHammadiLS
    /NealCurieRuledSH
    /NealCurieSH
    /NebraskaPSMT
    /Neuropol-Medium
    /NevisonCasD
    /NewMilleniumSchlbkBoldItalicSH
    /NewMilleniumSchlbkBoldSH
    /NewMilleniumSchlbkExptSH
    /NewMilleniumSchlbkItalicSH
    /NewMilleniumSchlbkRomanSH
    /News702BT-Bold
    /News702BT-Italic
    /News702BT-Roman
    /Newton
    /NewZuricaBold
    /NewZuricaItalic
    /NewZuricaRegular
    /NiagaraEngraved-Reg
    /NiagaraSolid-Reg
    /NigelSadeSH
    /Nirvana
    /NuptialBT-Regular
    /OCRAbyBT-Regular
    /OfficePlanning
    /OldCentury
    /OldEnglishTextMT
    /Onyx
    /OnyxBT-Regular
    /OpenSymbol
    /OttawaPSMT
    /OttoMasonSH
    /OzHandicraftBT-Roman
    /OzzieBlack-Italic
    /OzzieBlack-Regular
    /PalatiaBold
    /PalatiaItalic
    /PalatiaRegular
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /PalmSpringsPSMT
    /Pamela
    /PanRoman
    /ParadisePSMT
    /ParagonPSMT
    /ParamountBold
    /ParamountItalic
    /ParamountRegular
    /Parchment-Regular
    /ParisianBT-Regular
    /ParkAvenueBT-Regular
    /Patrick
    /Patriot
    /PaulPutnamSH
    /PcEncodingLowerSH
    /PcEncodingSH
    /Pegasus
    /PenguinLightPSMT
    /PennSilvaSH
    /Percival
    /PerfectRegular
    /Pfn2BlackItalic
    /Phantom
    /PhilSimmonsSH
    /Pickwick
    /PipelinePlain
    /Playbill
    /PoorRichard-Regular
    /Poster
    /PosterBodoniBT-Italic
    /PosterBodoniBT-Roman
    /Pristina-Regular
    /Proxy1
    /Proxy2
    /Proxy3
    /Proxy4
    /Proxy5
    /Proxy6
    /Proxy7
    /Proxy8
    /Proxy9
    /Prx1
    /Prx2
    /Prx3
    /Prx4
    /Prx5
    /Prx6
    /Prx7
    /Prx8
    /Prx9
    /Pythagoras
    /Raavi
    /Ranegund
    /Ravie
    /Ribbon131BT-Bold
    /RMTMI
    /RMTMIB
    /RMTMIH
    /RMTMUB
    /RMTMUH
    /RobWebsterExtraBoldSH
    /Rockwell
    /Rockwell-Bold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /RomanC
    /RomanD
    /RomanS
    /RomanT
    /Romantic
    /RomanticBold
    /RomanticItalic
    /Sahara
    /SalTintorettoSH
    /SamBarberInitialsSH
    /SamPlimsollSH
    /SansSerif
    /SansSerifBold
    /SansSerifBoldOblique
    /SansSerifOblique
    /Sceptre
    /ScribbleRegular
    /ScriptC
    /ScriptHebrew
    /ScriptS
    /Semaphore
    /SerifaBT-Black
    /SerifaBT-Bold
    /SerifaBT-Italic
    /SerifaBT-Roman
    /SerifaBT-Thin
    /Sfn2Bold
    /Sfn3Italic
    /ShelleyAllegroBT-Regular
    /ShelleyVolanteBT-Regular
    /ShellyMarisSH
    /SherwoodRegular
    /ShlomoAleichemSH
    /ShotgunBT-Regular
    /ShowcardGothic-Reg
    /Shruti
    /SignatureRegular
    /Signboard
    /SignetRoundhandATT-Italic
    /SignetRoundhand-Italic
    /SignLanguage
    /Signs
    /Simplex
    /SissyRomeoSH
    /SlimStravinskySH
    /SnapITC-Regular
    /SnellBT-Bold
    /Socket
    /Sonate
    /SouvenirITCbyBT-Demi
    /SouvenirITCbyBT-DemiItalic
    /SouvenirITCbyBT-Light
    /SouvenirITCbyBT-LightItalic
    /SpruceByingtonSH
    /SPSFont1Medium
    /SPSFont2Medium
    /SPSFont3Medium
    /SpsFont4Medium
    /SPSFont4Medium
    /SPSFont5Normal
    /SPSScript
    /SRegular
    /Staccato222BT-Regular
    /StageCoachRegular
    /StandoutRegular
    /StarTrekNextBT-ExtraBold
    /StarTrekNextPiBT-Regular
    /SteamerRegular
    /Stencil
    /StencilBT-Regular
    /Stewardson
    /Stonehenge
    /StopD
    /Storybook
    /Strict
    /Strider-Regular
    /StuyvesantBT-Regular
    /StylusBT
    /StylusRegular
    /SubwayRegular
    /SueVermeer4LightItalicSH
    /SueVermeer4LightSH
    /SueVermeer5MedItalicSH
    /SueVermeer5MediumSH
    /SueVermeer6DemiItalicSH
    /SueVermeer6DemiSH
    /SueVermeer7BoldItalicSH
    /SueVermeer7BoldSH
    /SunYatsenSH
    /SuperFrench
    /SuzanneQuillSH
    /Swiss721-BlackObliqueSWA
    /Swiss721-BlackSWA
    /Swiss721BT-Black
    /Swiss721BT-BlackCondensed
    /Swiss721BT-BlackCondensedItalic
    /Swiss721BT-BlackExtended
    /Swiss721BT-BlackItalic
    /Swiss721BT-BlackOutline
    /Swiss721BT-Bold
    /Swiss721BT-BoldCondensed
    /Swiss721BT-BoldCondensedItalic
    /Swiss721BT-BoldCondensedOutline
    /Swiss721BT-BoldExtended
    /Swiss721BT-BoldItalic
    /Swiss721BT-BoldOutline
    /Swiss721BT-Italic
    /Swiss721BT-ItalicCondensed
    /Swiss721BT-Light
    /Swiss721BT-LightCondensed
    /Swiss721BT-LightCondensedItalic
    /Swiss721BT-LightExtended
    /Swiss721BT-LightItalic
    /Swiss721BT-Roman
    /Swiss721BT-RomanCondensed
    /Swiss721BT-RomanExtended
    /Swiss721BT-Thin
    /Swiss721-LightObliqueSWA
    /Swiss721-LightSWA
    /Swiss911BT-ExtraCompressed
    /Swiss921BT-RegularA
    /Syastro
    /Sylfaen
    /Symap
    /Symath
    /SymbolGreek
    /SymbolGreek-Bold
    /SymbolGreek-BoldItalic
    /SymbolGreek-Italic
    /SymbolGreekP
    /SymbolGreekP-Bold
    /SymbolGreekP-BoldItalic
    /SymbolGreekP-Italic
    /SymbolGreekPMono
    /SymbolMT
    /SymbolProportionalBT-Regular
    /SymbolsAPlentySH
    /Symeteo
    /Symusic
    /Tahoma
    /Tahoma-Bold
    /TahomaItalic
    /TamFlanahanSH
    /Technic
    /TechnicalItalic
    /TechnicalPlain
    /TechnicBold
    /TechnicLite
    /Tekton-Bold
    /Teletype
    /TempsExptBoldSH
    /TempsExptItalicSH
    /TempsExptRomanSH
    /TempsSwashSH
    /TempusSansITC
    /TessHoustonSH
    /TexCatlinObliqueSH
    /TexCatlinSH
    /Thrust
    /Times-Bold
    /Times-BoldItalic
    /Times-BoldOblique
    /Times-ExtraBold
    /Times-Italic
    /TimesNewRomanMT-ExtraBold
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /Times-Oblique
    /Times-Roman
    /Times-Semibold
    /Times-SemiboldItalic
    /TimesUnic-Bold
    /TimesUnic-BoldItalic
    /TimesUnic-Italic
    /TimesUnic-Regular
    /TonyWhiteSH
    /TransCyrillic
    /TransCyrillic-Bold
    /TransCyrillic-BoldItalic
    /TransCyrillic-Italic
    /Transistor
    /Transitional521BT-BoldA
    /Transitional521BT-CursiveA
    /Transitional521BT-RomanA
    /TranslitLS
    /TranslitLS-Bold
    /TranslitLS-BoldItalic
    /TranslitLS-Italic
    /TransRoman
    /TransRoman-Bold
    /TransRoman-BoldItalic
    /TransRoman-Italic
    /TransSlavic
    /TransSlavic-Bold
    /TransSlavic-BoldItalic
    /TransSlavic-Italic
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /TribuneBold
    /TribuneItalic
    /TribuneRegular
    /Tristan
    /TrotsLight-HMK
    /TrotsMedium-HMK
    /TubularRegular
    /Tunga-Regular
    /Txt
    /TypoUprightBT-Regular
    /UmbraBT-Regular
    /UmbrellaPSMT
    /UncialLS
    /Unicorn
    /UnicornPSMT
    /Univers
    /UniversalMath1BT-Regular
    /Univers-Bold
    /Univers-BoldItalic
    /UniversCondensed
    /UniversCondensed-Bold
    /UniversCondensed-BoldItalic
    /UniversCondensed-Italic
    /UniversCondensed-Medium
    /UniversCondensed-MediumItalic
    /Univers-CondensedOblique
    /UniversExtended-Bold
    /UniversExtended-BoldItalic
    /UniversExtended-Medium
    /UniversExtended-MediumItalic
    /Univers-Italic
    /UniversityRomanBT-Regular
    /UniversLightCondensed-Italic
    /UniversLightCondensed-Regular
    /Univers-Medium
    /Univers-MediumItalic
    /URWWoodTypD
    /USABlackPSMT
    /USALightPSMT
    /Vagabond
    /Venetian301BT-Demi
    /Venetian301BT-DemiItalic
    /Venetian301BT-Italic
    /Venetian301BT-Roman
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /VinerHandITC
    /VinetaBT-Regular
    /Vivaldii
    /VladimirScript
    /VoguePSMT
    /Vrinda
    /WaldoIconsNormalA
    /WaltHarringtonSH
    /Webdings
    /Weiland
    /WesHollidaySH
    /Wingdings-Regular
    /WP-HebrewDavid
    /XavierPlatoSH
    /YuriKaySH
    /ZapfChanceryITCbyBT-Bold
    /ZapfChanceryITCbyBT-Medium
    /ZapfDingbatsITCbyBT-Regular
    /ZapfElliptical711BT-Bold
    /ZapfElliptical711BT-BoldItalic
    /ZapfElliptical711BT-Italic
    /ZapfElliptical711BT-Roman
    /ZapfHumanist601BT-Bold
    /ZapfHumanist601BT-BoldItalic
    /ZapfHumanist601BT-Italic
    /ZapfHumanist601BT-Roman
    /ZappedChancellorMedItalicSH
    /ZurichBT-BlackExtended
    /ZurichBT-Bold
    /ZurichBT-BoldCondensed
    /ZurichBT-BoldCondensedItalic
    /ZurichBT-BoldItalic
    /ZurichBT-ExtraCondensed
    /ZurichBT-Italic
    /ZurichBT-ItalicCondensed
    /ZurichBT-Light
    /ZurichBT-LightCondensed
    /ZurichBT-Roman
    /ZurichBT-RomanCondensed
    /ZurichBT-RomanExtended
    /ZurichBT-UltraBlackExtended
    /ZWAdobeF
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /SyntheticBoldness 1.000000
  /Description <<
    /DEU <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [2834.646 2834.646]
>> setpagedevice


